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Effects of different food processing methodson DNA quality of Lophiuslituion
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ABSTRACT: Objective To investigate the impact of several common food processing methodson DNA quality
ofLophius lituion. Methods The standard of real-time PCR method was used to detect DNA quality of Lophius
lituion. Lophius lituion was processed by 3 different processing ways(water-boiling, microwave, frying). DNA was
extracted by commercial DNA extractionkits.The purity of the DNA obtained from the samples was calculated
according to A260/A280 values and the concentration of DNA was calculated by A260. The extracted DNA was
amplified by real-time PCR. The influence of different processing methods on real-time PCR results was judged by
Ct value. Results Among the 3 kinds of processing methods, frying revealed the most damaging effect on DNA.
Long-time frying wouldlead to the occurrence ofserious caramelization and protein denaturation.Fish was turned into
a porous cokeand difficult to extract DNA, whichledto less extraction of DNA and false negative results in real-time
PCR.However, boiling and microwave processinghad no significant impact on the results of real-time PCR, even if
the processing time wastoo long. Conclusion The effects of processing methods on DNA of fish products should be
fully considered when using real-time PCR method for detecting fish products.
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