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ABSTRACT: Objective To establish a method for the rapid detection and identification of Vibrio
alginolyticus, and to detect and identify Vibrio alginolyticus carried in the aquatic product by matrix-assisted
laser desorption/ionization time-of-flight mass spectrometry (MALDI-TOF-MS) and the SARAMIS analysis
software. Methods Suspicious colony isolated from the samples were analyzed by API-20E identification
system and MALDI-TOF-MS method after being purified and cultured for 24, 48, 72 h at 37 “C. The accuracy,
repeatability, and stability of MALDI-TOF-MS were also studied. Results Different time intervals of 24, 48

or 72 h were tested with mass spectrometry and little infects were found, with the identification scores of
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94.10%, 93.90%, and 92.70%, respectively. Bacteria API-20E identification system was used to assist the

analysis and identification. The results showed that the identification scores were 97.7% and 52.4%, and T

value were 0.47 and 0.15, with the different time intervals of 24 and 72 h. The six mass spectrums of the same

sample showed the peak positions were basically identical. The identification scores of standard strains of E.
coli ATCC 8739 and V. alginolyticus ATCC 17749 after 24 h were 99.90% and 97.60 %, respectively.
Conclusion Compared with the traditional biochemical identification method, MALDI-TOF-MS is stable,

repeatable and accurate. Moreover, it is less time-consuming, and the cost for reagents is minimized. It can be

used as a tool for rapid detection and identification of Vibrio alginolyticus carried in the aquatic product.

KEY WORDS:. matrix-assisted laser desorption/ionization time-of-flight mass spectrometry; SARAMIS

analysis software; Vibrio alginolyticus; identification
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Fig. 1 MALDI-TOF-MS spectrum of Vibrio alginolyticus with different culture time
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Fig. 2 The characteristic peaks overlap figure of repetitive experimental spectrum
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