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Resear ch advances on foodbor ne staphylococcal enterotoxins and its
detection methods
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ABSTRACT: Staphylococcus aureus 1S widespread in nature and an important foodborne pathogen that can
cause worldwide staphylococcal food poisoning. Staphylococcal enterotoxins (SES) are a major cause of
staphylococcal food poisoning. Up to date, a total of 22 SEs or enterotoxin-like proteins (SE/S) have been
described (SEA-SEE, SEG-SET, SelU, SEIU,and SelV). Enterotoxin-like proteins are not emetic in a primate
model or have yet to be tested. SEA~SEE are the common cause of staphylococcal food poisoning worldwide,
but the relationships between new enterotoxin types or enterotoxin-like proteins and food poisoning have not
been clearly demonstrated. This review focused on recent advances related to SEs and their pathogenesis, the
expression of enterotoxins encoding genes, and the detection methods of enterotoxins. The aim was to have
better knowledge about pathogenesis of SEs, so as to prevent and control of staphylococca food poisoning.
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