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ABSTRACT: With the rapid application and development of transgenic technology in agriculture, the categories and
quantities of transgenic products are progressively increased, the safety of genetically modified organisms (GMOs)
has attracted more and more extensive concern of the public, the genetically modified productions labeling systems
all over the world has been gradually established and improved, and some countries have provided a minimum
threshold of genetically modified ingredients (GMIs) content. Accordingly, it is very urgently needed constant
innovation and development for the transgenic detection technique systems. The article briefly reviewed the common
detection technology and method of GMIs both in China and abroad, the existing primary detection technology and
method of GMIs mainly based on detection of exogenous protein and nucleic acid, such as ELISA, PCR, isothermal
amplification technology, gene chip technology, digital PCR and so on. It also summarized the application progress of
the corresponding in the detection of GMIs, meanwhile summarized the advantages and disadvantages of each

corresponding methods, in order to be aware clearly and completely in public about the current situation of global
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detection technologies of GMO and their future development trend.
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