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Progress of proteomics of Lycium barbarum polysaccharide accumulation in
the process of maturing and drying
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ABSTRACT: With the advent of the post genomic era, proteomics is becoming more and more widely used in
the field of life sciences especially in medicine, biology and botany. Proteomics has also been used in the area
of food science in recent years. Application of proteomics in plant growth and ripening research is more
common; however, there are little researches in applications in process. This method focuses on the related
proteins revealing the mechanism of plant growth and ripening naturedly, and provides a new way of ideas and
theoretical support for the research on the development of Lycium barbarum ripening and drying process. This
article summarized the process of Lycium barbarum polysaccharide accumulation in the maturing and drying,
and briefly introduced proteomics, proteomics technology and its research progress in plant and processing.
The researches of proteomics of Lycium barbarum polysaccharide accumulation in the maturing and drying
were prospected, which provided some references and theoretical basis for the application and development of
proteomics in the future.
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