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Resear ch progress on the microbial fermentation of 1,3-propandiol from
crudeglycerol
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ABSTRACT: Crude glycerol is a mgjor by-product in the production of biodiesel, and it can be transformed
into high value-added 1,3-propanediol by microbia fermentation. 1,3-propanediol has a very wide range of
application in food, chemical, pharmaceutical, cosmetics and many other fields. In this study, based on the
microbial transformation of 1,3-propanediol from crude glycerol, the urgency, strains, synthetic pathway, genes,
fermentaton and the problems and strategies were reviewed.
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Fig.1 Metabolic pathways of glycerol catabolism in Clostridium sp. strains™*”!
3-HPA: 3-hydroxypropionaldehyde; GDHt: glycerol dehydratase; GDH: glycerol dehydrogenase; DHAK: di-hydroxyacetone kinase; PDOR:
1,3-propanediol dehydrogenase; FDox (or red): ferredoxineoxido-reductase'™”!
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