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Resear ch progress on the epidemiology of Campylobacter during poultry
rearing periods
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ABSTRACT: Campylobacter as a zoonotic foodborne pathogen,is the main cause of human gastroenteritis
worldwide. Poultry is the natural host for Campylobacter, which plays a very important role in the
epidemiology. Many chicken flocks are infected with Campylobacter but showed no signs of illness during
their rearing periods. Campylobacter are shedding sustainable to the outside world, which form a source of
infection, causing human and other animals’ infections, and it has caused serious health hazards and economic
losses. Therefore, it is an important prerequisite to control human campylobacteriosis through control and clear
Campylobacter in intestinal tract of poultry. During poultry rearing periods, it is important to carry out the
epidemic monitoring work of Campylobacter. In this paper, the research of new progress for the epidemic
status, infection, spread, and molecular tracing techniques during poultry rearing periods is reviewed to provide
areference for the further research in this area.
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