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Type-like of HBGAsin Crassostrea gigas and its binding propertieswith
norovirus P particles
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ABSTRACT: Objective To know the features of type-like HBGAs in digestive tissue of Crassostrea gigas,
and analyze its binding properties of GII.4 genotype norovirus variants, and to research the mechanism of
enrichment. Methods Eight types HBGAs-specific monoclonal antibodies (MAbs) from human were used to
establish the ELISA method for type-like HBGAs in Crassostrea gigas. Binding profile between type-like
HBGAs in Crassostrea gigas and 5 GII.4 genotype norovirus variants were also analyzed. Results A-like,
Hl-like, Lea-like and Ley-like were the main types HBGAs existed in digestive tissue of Crassostrea gigas.
2006b variant and 95/96US variant binding with A-like, H1-like and ley-like HBGAs in Crassostrea gigas.
However, Camberwell 91 variant and Hunter 2004 variant only bind with ley-like HBGA, and sakai variant

bind no type HBGA in Crassostrea gigas. Conclusion There are A-like, H1-like, Lea-like and Ley-like type
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HBGAs in digestive tissue of Crassostrea gigas. GI1.4 genotype norovirus variants mainly bind with A-like ,
H1-like and Ley-like HBGA in Crassostrea gigas.
KEY WORDS: Crassostrea gigas; histo-blood group antigens; norovirus; binding properties
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