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Novel technologies for foodborne pathogenic microorganism detection
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ABSTRACT: It is very important to establish an effective detection method of foodborne pathogenic
microorganism for food safety risk control and people's health. Based on a brief introduction to traditional
microbial detection technology, some novel methods to detect foodborne pathogenic microorganism were
introduced in this paper, including microbial test paper detection technology, microbial metabolites detection
technology, microbial immunological detection technology, microbial DNA detection technology, microbial
sensor detection technology, etc. Then the basic principle, advantages and disadvantages and application were
analyzed, respectively. Finally, the trends of novel detection technologies for foodborne pathogenic
microorganism were proposed.
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