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Application of metabolomics method in food safety risk monitoring
and assessment

HU Chuan-Qin", CAO Xue-Li

(Beijing Laboratory of Food Quality and Safety, Beijing Higher Institution Engineering Research Center of Food Additives
and Ingredients, College of Food and Chemical Engineering, Beijing Technology and Business University,
Beijing 100048, China)

ABSTRACT: Food safety has become the focus of many countries in recent years. Food safety risk monitoring
is facing huge challenges. Metabolomics is an emerged important research tool besides genomics and
proteomics. Recently, metabolomics has been widely used in many fields, including food quality and safety,
clinical diagnosis, and environmental science. Moreover, it can be used to analyze the influence of food and its
hazard residues on organism. With the development of instruments and stoichiometry, metabolomics will
combine with database of genomics and proteomics to promote the growth of system biology for providing a
platform with high throughput, sensitivity and precision. The paper summarized metabolomics methods and its
potential applications in food safety risk monitoring and assessment in order to improve the development of
rapid detection technology in China and ensure food safety.
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