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I solation and identification of osmotolerant yeasts from quick-frozen Kiwi
fruit processing

NIU Chen, YUE Tian-Li', YUAN Ya-Hong, QIU Yue

(College of Food Science and Engineering, Northwest A&F University, Yangling 712100, China)

ABSTRACT: Objective To identify osmotolerant yeasts exist in quick-frozen kiwi fruit processing
procedures, and to characterize the glucose tolerance and gas production of selected strains which potentially
compromise product safety and security. Methods Amplification and sequencing of the yeast 5.8S rDNA-ITS
region or D1/D2 region of 26S rDNA were carried out to determine the identity and distribution of the isolated
strains. The ODgy were recorded under 2%, 50% and 60% (m:V) glucose concentration to measure osmotic
tolerance of selected strains. Meanwhile, the gas production of selected strains under 2% and 50% glucose were
also assayed. Results A total of 33 isolates belonging to 10 genera were identified: Hanseniaspora uvarum,
Hanseniaspora opuntiae, Candida intermedia, and Candida tropicalis were repeatedly occurring throughout the
processing. Lodderomyces elongisporus and Debaryomyces hanseniic could tolerate 60% (m:V) glucose, and
Hanseniaspora opuntiae and Metschnikowia pulcherrima produced a large amount of gas. Conclusion
Osmotolerant yeasts were isolated from the workshop of quick-frozen kiwi processing, particularly the air

around the workshop contained various species. To assure the processing safety and security of quick-frozen
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kiwi fruit, the company should intensify sanitary management and implement preventive disinfection
procedures.

KEY WORDS: osmotolerant yeasts; kiwi fruit; sugar tolerance; gas production
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Tablel Thestraininformation on isolated osmotolerant yeasts

B-NC-12-F01 Hanseniaspora uvarum 99% KJ794642.1
B-NC-12-F02 Clavispora lusitaniae 99% KF728806
B-NC-12-F03 Candida intermedia 99% KF728807
B-NC-12-F04 Hanseniaspora uvarum 99% KF728808
B-NC-12-F05 Hanseniaspora opuntiae 100% KJ794646.1
B-NC-12-F06 Hanseniaspora opuntiae 99% KF728809
B-NC-12-F07 Candida quercitrusa 99% KF728810
B-NC-12-F08 Metschnikowia pulcherrima 99% KJ794649.1
B-NC-12-F09 Candida tropicalis 99% KJ794650.1
B-NC-12-F10 Hanseniaspora uvarum 99% KJ794651.1
B-NC-12-F11 Hanseniaspora uvarum 99% KJ794652.1
B-NC-12-F12 Candida intermedia 99% KF728811
B-NC-12-F13 Hanseniaspora uvarum 99% KJ794654.1
B-NC-12-F14 Rhodotorula mucilaginosa 99% KF728812
B-NC-12-F15 Lodderomyces elongisporus 99% KF728813
B-NC-12-F16 Candida intermedia 99% KF728814
B-NC-12-F17 Candida tropicalis 99% KF728815
B-NC-12-F18 Hanseniaspora uvarum 100% KJ794659.1
B-NC-12-F19 Candida tropicalis 99% KJ794660.1
B-NC-12-F20 Hanseniaspora opuntiae 99% KJ794661.1
B-NC-12-F21 Candida tropicalis 99% KJ794662.1
B-NC-12-F22 Candida intermedia 98% KF728816
B-NC-12-F23 Rhodotorulamucilaginosa 99% KF728817
B-NC-12-F24 Candida tropicalis 99% KJ794665.1
B-NC-12-F25 Hanseniaspora uvarum 99% KF728818
B-NC-12-F26 Debaryomyces hansenii 99% KF728819
B-NC-12-F27 Candida tropicalis 99% KF728820
B-NC-12-F28 Debaryomyces hansenii 99% KF728821
B-NC-12-F29 Candida intermedia 99% KF728822
B-NC-12-F30 Hanseniaspora opuntiae 100% KJ794671.1
B-NC-12-F31 Hanseniaspora uvarum 100% KF728823
B-NC-12-F32 Hanseniaspora uvarum 99% KJ794673.1
B-NC-12-F33 Candida intermedia 97% KF728824
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Fig. 1

The distribution of osmotolerant yeasts on the processing procedures of quick-frozen kiwi fruit
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Fig. 3 The growth curve of omsotolerant yeasts in 50% (m:V) glucose concentration
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Fig. 5 The gas production of osmotolerant yeasts
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