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Advancesin detection of Campylobacter jgjuni by polymerase chain
reaction technology
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ABSTRACT: As a zoonotic pathogen, Campylobacter jejuni could cause lots of diseases of human and animal.
At present, plate-culture method is used to detect C. jejuni as the national standard. But the cultivation
conditions of C. jejuni are very strict, and the plate-culture method has the disadvantages such as complicated
operation, specificity, and time consuming. Polymerase chain reaction, which is excellent for the rapid, accurate,
high sensitivity and specificity, has been widely used in the detection of C. jejuni, and become the most
common method for the rapid detection of C. jejuni in clinical and food samples. The recent research progress
was summarized in this paper and the principle, effect and characteristics among conventional PCR, multiplex
PCR, nested PCR, real-time PCR, PCR-ELISA, MPN (most probable number)-PCR, PCR-RFLP (restriction
fragment length polymorphism), PCR-DHPLC (denaturing high performance liquid chromatography),
PCR-DGGE (denaturing gradient gel electrophoresis) and IMC-FPCR (immunomagnetic capture fluorescent

PCR) were also compared and analyzed for providing important information for the effective prevention and
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control of diseases caused by C. jejuni.
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