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ABSTRACT: It is difficult to cultivate all microbiology by using traditional methods. Denaturing gradient gel
electrophoresis (DGGE) can avoid the disadvantages of traditional methods, and has many advantages, such as
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a high reliability, repeatability, and convenience. As one of the most important technique in microbial
community structure analysis, DGGE has been widely used in different fields of molecular ecology researches.
The basic principle, advantages and disadvantages of DGGE and its application in the diversity of food
microbiology were mainly summarized in this paper. The development direction of PCR-DGGE technique in
food tracing technologies was given after the advantages and disadvantages were analyzed, and the application
prospect in tracing technologies was reviewed for food origin pathogenic bacteria, which could promote the

rapid tracing technologies for origina pathogenic of food safety in our country.
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