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ABSTRACT: Detection of nucleic acid is widely used in life science, microbiology and medical science. With

the developments of molecular biology, new testing approaches are constantly emerging on the basis of

classical technology. As the regeneration technology of PCR and chip, gene expression profiler genetic analysis

system (GeXP) has a broad application prospect, with features of high specificity and sensitivity, rapid speed

and easy operation. This system truly realized the detection of high throughput for samples. This article

reviewed the basic principle of GeXP system and its applications in veterinarian and animal husbandry,

detection of genetically modified (GM) food and microorganism and medical research, which could provide a

reference for detection of foodstuffs and microbiology.
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