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Application prospect of helicase-dependent isothemal DNA amplification
in identification of mites
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ABSTRACT: The mite has become the focus of attention because of a large number of species, wide distribution
and various hazards. Therisk of carrying mitesis getting higher and higher, with the increase of import and export
of plants, plant products and food. Many countries have set up technical barriers by taking mites as quarantine
pests. It is very difficult to identify the tiny mites by their morphological characteristics, so mite identification is
one of the difficulties in quarantine. With the development of modern molecular technology, there is an urgent
need to establish a rapid, sensitive, and accurate detection method of the mites in the quarantine work. The
helicase-dependent amplification is a simple, rapid, efficient and sensitive isothermal gene amplification
technology in vitro. It utilizes the action of helicases to separate double-stranded DNA, the single —stranded
DNA-binding protein to maintain the single-stranded state and DNA polymerases to synthesize target fragments.
The method does not require expensive equipments, and is very suitable for primary laboratory. It is reported that
HDA can be used for the amplifications of microbia genomic DNA, microbial DNA, plasmid DNA and
complementary DNA. From the sensitivity, accuracy and operability, HAD technology is suitable for the
identification of the mites.
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