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Nucleic acid specific-based amplification and its application in
inspection and quarantine
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ABSTRACT: Nucleic acid specific-based amplification (NASBA) is a new technology to amplify RNA
originated in PCR. As a new research means, NASBA has the characteristics of convenience, good accuracy,
high sensitivity and short periods, especially applicable to RNA analysis. The nucleic acid analysis technology
is an important means in entry-exit inspection and quarantine, which can be used to detect and identify
pathogenic microorganism in food, pests and pathogen in animals and plants. The paper briefly introduced
basic principle of NASBA, compared NASBA to RT-PCR, realtime RT-PCR and other isothermal amplification
methods and revealed their differences and similarity. According to the usage characteristics of NASBA, the
paper reviewed the application and prospect of NASBA in food safety detection and animal and plant
quarantine in entry-exit inspection and quarantine.
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