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Advances in core collection of plant germplasm resources
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ABSTRACT: Core collection was established to represent the maximum of the genetic diversity of the whole
resources with the minimum of accessions and redundancy, which had characteristics of heterogeneity, practi-
cality, dynamic, diversity and representativeness. Core collection played an important role in the study of re-
sources, which showed an important significance for the conservation, evaluation and utilization of resources.
The construction of core collection was beneficial to save the manpower and material resources for the conser-
vation and study of resources, to provide more detailed and useful material for breeding and to improve the ef-
ficiency of resources utilization and breeding. This paper systematically reviewed the procedure of constructing
core collection which included collection and arrangement of data, data analysis method, grouping method,
sampling ratio, sampling strategy and effectiveness test of core collection. Present problem and some sugges-
tion about the prospects of development were also discussed. Collection and arrangement of the data should be
strengthened with the data shortage of resources, at the same time, core collection should also be constructed.
Dynamic management of core collection with the characteristics of dynamic change should be enhanced. Fur-
ther evaluation and application research of core collection still need to be developed.
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