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ABSTRACT: The quality and safety of food is a major benchmark of the economic development and people’s
living conditions of a country. In recent years, several cases of the food scandal have been disclosed on various
media. Food safety risk monitoring work is facing the huge challenge. Metabonomics mainly investigates the
change of endogenous metabolism of biological system that is stimulated or disturbed, and studies the meta-
bolic pathways of biological system. Metabonomics is an emerged important research tool of system biology in
drug discovery, disease diagnosis, plant breeding and environmental science. In this review, we gave an over-
view of some food safety problems that have had a major impact on public health over the last several years in
China and how metabonomics can be used to tackle the issue of food safety. The review showed that metabo-
nomics had favorable the applying prospects in residues of veterinary drugs, banned substances, genetically
modified food, food adulteration, foodborne illnesses. However, there were some problems in the practical ap-
plication, which needed to be further in-depth study. This review may be valuable for the further study.
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