2014 4

4 Vol. 5 No. 4

Journal of Food Safety and Quality Apr. , 2014

- . < s * _
A4 B WL e Y, 2!
1. i 410128; 2. ,
410128: 3. ) 410128)

# E: H® MRS . Fi*

18% NaCl , PCR 16S rDNA
9 QE% bl
, &ig 16S rDNA

KEIA: ; ;

Isolation and identification of salt-tolerance lactic acid bacterium from

high-salt chili
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ABSTRACT: Objective To isolate some salt-tolerance strains with different colony morphologies from

Hunan characteristic fermented chilli samples using selected MRS medium. Methods One isolated strain

which could grow on an 18% NacCl salt tolerant bacteria medium was identified base on the physiological and

biochemical experiments with 16S rDNA sequencing and phylogenetic tree analyses. Results  This strain had
a good ability of producing lactic acid and high tolerance to salt. Conclusion This strain was identified as

Lactobacillus plantarum through 16S rDNA sequence analysis.
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Lactobacillus plantarum strain L1212

Lactobacillus plantarum subsp. argentoratensis strain DKO 22
Lactobacillus paraplantarum strain DSM 10667
Lactobacillus pentosus strain KCC-2

Lactobacillus pentosus strain 124-2

Lactobacillus plantarum strain LABI

Lactobacillus pentosus strain Taj-Apis 359

Lactobacillus plantarum subsp. plantarum strain CIP 103151
Lactobacillus pentosus strain LT32

Lactobacillus plantarum strain NRRL B-14768

Lactobacillus plantarum WCFSI strain WCFSI
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Lactobacillus fabifermentans strain LMG 24284
Lactobacillus xiangfangensis strain 3.1.1

Pediococcus claussenii ATCC BAA-344 strain ATCC BAA-344
Pediococcus damnosus strain DSM 20331

Lactobacillus kisonensis strain YIT 11168

Lactobacillus paracollinoides strain DSM 15502
Lactobacillus brevis ATCC 367 strain ATCC 367
Lactobacillus yonginensis strain THK-V8

Lactobacillus hammesii strain type strain TMW 1.1236
Lactobacillus parabrevis strain LMG 11984

16S rDNA

rDNA gene sequences for ly-4 strain
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