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Study on high pressure liquid chromatography-high-throughput screening for
drugs based on ambient mass spectrometry
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ABSTRACT: Lead compound screening is the key procedure for the drug discovery. In the high-throughput
screening (HTS) and ultra-high throughput screening (UHTS) process, the development of accurate, rapid, mi-
niaturized and label-free screening detection methods has been the core research field. After development of
ambient mass spectrometry in 2004, the technique has been widely studied and applied because of its particular
strongpoints such as low matrix effect, rapid analysis etc. It has been applied in different research fields such as
bio-imaging, rapid analysis. In this paper, we will use ambient mass spectrometry as a universal and label-free
detection tool for the HTS. Combining the ambient MS screening system with HPLC-multi-detection system, a
HPLC high-throughput screening for drugs based on ambient mass spectrometry will be developed. The pur-
pose of the paper is to develop a HTS for drug lead compounds from the natural products and traditional Chi-
nese medicine.
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