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Extraction of total microbial genomic DNA in raw milk
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ABSTRACT: Objective To establish an efficient and rapid method for the genomic DNA extraction of mi-
crobe from raw milk. Methods Genomic DNA of microbe was prepared after the cell lysis by SDS-proteinase
K method and removing protein by phenol-chloroform and potassium acetate. Results Genomic DNA of mi-
crobe, which was obtained by using of proteinase K and NET(Tris*HCI, EDTA, NaCl) as buffer, showed some
advantages of high purity and yield and time saving. Comparatively, the specificity and yield of polymerase
chain reaction(PCR) products were lower while chosing NCT (NaCl, CaCl,, Tris*HCl) as buffer. RNAse hardly
affected the purity of DNA, but it lowered the yield of DNA. Protien precipitation with potassium acetate may
simplify the operation, but the yield of DNA was the lowest among all the methods. Conclusion Total
microbial genomic DNA in raw milk extracted by SDS-proteinase K method can be used as a molecular basis

of further molecular biology detection.
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