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Identification of hazelnut antigenic epitope regions recognized by
anti-Cor h 1 monoclonal antibodies

ZHAO Guo-Cun, ZHANG Qiang, YANG Bo, JI Qiong-Mei, LIU Zhi—Gang*

(Institute of Allergy and Immunology, Shenzhen University, Shenzhen 518060, China)

ABSTRACT: Objective To identify the antigenic epitope regions recognized by anti-Cor h 1 monoclonal
antibodies. Methods Five expression vectors of truncated Cor h 1 were constructed and the truncated Cor h
1-GST fusion proteins were expressed in E. coli. The binding activities of anti-Cor h 1 monoclonal antibodies
(mAbs) with truncated Cor h 1 were analyzed by ELISA and Western blot. According to the speculative epitope
regions, expression vectors of potential epitopes were constructed and the GST-epitope fusion proteins were
expressed in E. coli. The fusion proteins were analyzed by ELISA and Western blot with mAbs to confirm the
epitope regions, with the DNAstar epitope analysis software. Results Epitope regions recognized by four an-
ti-Cor h 1 mAbs were identified. The epitopes recognized by 4G7 and 2H3 were located in the region from
120th to 126th amino acids of Cor h 1, 5F2 and 1G4 in the region from 43th to 54th amino acids. Conclusion
The identification of epitope regions recognized by four anti-Cor h 1 mAbs will benefit the research on Cor h 1
and the food safe examination.
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Table1 PCR primers of truncated Cor h 1 DNA sequence

Primer sequences (5’ - 3")

Chl
Chl
Ch2
Ch2
Ch3
Ch3
Ch4
Ch4
Ch5
ChS5

forward primer
reverse primer
forward primer
reverse primer
forward primer
reverse primer
forward primer
reverse primer
forward primer
reverse primer

CGGAATTCATGGGTGTTTTCTGCTACGAG
CCGCTCGAGCTAGGTGAAGTGCTGAGGAGCAAC
CGGGATCCATTCCCAAGGTTGCTCCTCAG
CCGCTCGAGCTAGTGCTTCATGTACTTGAATTCG
CGGGATCCGAAGGCAACGAATTCAAGTAC
CCGCTCGAGCTAAGAGATCTTCTCCAGTGTGTGC
CGGAATTCCCATTGGGGCACACACTGG
CCGCTCGAGCTAGATTGAAGCGTTGCCCTTGG
CGGAATTCAAGTACCACACCAAGGGCAAC
CCGCTCGAGCTAACAGTAGGCATCAGGGTGTGC
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A: Diagram of truncated Cor h Inamed Chl, Ch2, Ch3, Ch4, ChS5; B: The result of RT-PCR amplification truncated Cor h 1; C: Identification of
vectors expressing truncated Cor h 1 fusion protein with BamH [ /EcoR [ and Xho | enzyme digestion; D: Expression of truncated SNCG fusion
proteins were identified by SDS-PAGE. M, marker; 1, control uninduced; 2, Chl; 3, Ch2; 4, Ch3; 5, Ch4; 6, Ch5
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A: ELISA analysis of potential epitope regions with anti-Cor h 1 mAbs; B: Western blot analysis of potential epitope regions with anti-Cor h 1
mAbs. M, marker; 1, control GST; 2, Chl; 3, Ch2; 4, Ch3; 5, Ch4; 6, Ch5; 7, Cor h 1; 8, Ch0
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Fig. 2 Confirmation of epitope regions recognized by anti-Cor h 1 monoclonal antibodies
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Fig. 3 Prediction of secondary structure of Cor h 1 using DNAstar
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Fig. 4 Analysis of antigenicity, hydrophilicity, surface probability and flexibility of Cor h 1
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