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Determination of chrysin and galangin in propolis health care foods by
reversed-phase high pressure liquid chromatography

SUN Yan-Fang, XIAO Bai-Man*, CHEN Yan-Feng, FU Yu, DING Xiao-Li

(Heilongjiang Province Center for Disease Control and Prevention, Harbin 150030, China)

ABSTRACT: Objective To establish a method for the detection of chrysin and galangin in propolis health
care foods by reversed-phase high pressure liquid chromatography (RP-HPLC). Methods Chrysin and
galangin in samples were reflux extracted with methanol in water bath, separated by C,s reversed phase column,
and detected at wavelength of 268 nm. Results The recovery of chrysin was 95.6%~100.8% with the relative
standard deviations of 1.1%~2.0%, and the recovery of galangin was 95.2%~100.5% with the relative standard
deviations of 1.6%~2.8%. Conclusion The method is simple, rapid, accurate and reliable, which could be
used for the detection of chrysin and galangin in propolis health care foods.
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Fig. 2 Scan spectrogram of galangin standard solution
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Fig. 3 Chromatogram of standard samples
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Table 1 Detective results of different extraction condi-
tions for chrysin and galangin

1h 1h
(2100 ) (2/100 g) th
5.0~ 200.0 pg/mL (e/100 )
i Y= 0.52 0.53 0.51
r=0.9997, 3 S 0.49 0.50 0.48
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Fig. 4 Chromatogram of propolis samples
F*2 BUEBEERRER
Table 2 Results of accuracy test for chrysin
1 2 3 4 5 6 RSD
(pug/mL) (%)
20.0 1630536 1602470 1701250 1627341 1636466 1630346 2.0
50.0 4059339 4064586 4181841 4070453 4096754 4097544 1.1
=3 SREZRMBEENELER
Table 3 Results of accuracy test for galangin
1 2 3 4 5 6 RSD
(pg/mL) (%)
20.0 1102074 1071849 1154565 1094501 1085091 1075342 2.8
50.0 2716114 2735787 2837778 2732419 2729622 2727576 1.6
35 HEHEERE 3.6 fOAREIKERIRLE
20.0 pg/mL  50.0 pg/mL
6 RSD 2.0% S 2.5 ,2.3
1.1%, RSD 28% 1.6% s 4 5
x4 BEHEMIREKERER
Table 4 Results of recovery test for chrysin
(&) (mg) (mL) (mg) (mg) (%)
1 0.110 0.583 2.0 0.4 0.965 95.5
2 0.205 1.086 5.0 1.0 2.066 98.0
3 0.312 1.654 5.0 1.0 2.637 98.3
4 0.421 2.231 10.0 2.0 4216 99.2
5 0.520 2.756 10.0 2.0 4.760 100.2
6 0.601 3.185 20.0 4.0 7.217 100.8
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*5 BREZMREKRERER
Table 5 Results of recovery test for galangin

(2) (mg) (mL) (mg) (mg) (%)
1 0.105 0.525 2.0 0.4 0.906 95.2
2 0.208 1.040 5.0 1.0 1.997 95.7
3 0.315 1.575 5.0 1.0 2.546 97.1
4 0.407 2.035 10.0 2.0 3.997 98.1
5 0.521 2.605 10.0 2.0 4.591 99.3
6 0.606 3.030 20.0 4.0 7.051 100.5
4 % # e
[J]. 2010, 30(4): 592-595.
[5] , , ,
[J]. ( ), 2011, 37(4):
, , , 675-677.
5 (=% R#)
’ fEEEN
Sk iy, >
(1] ’ ’ - 2010, E-mail: fangzi 2011@163.com
1 336-337.
[2] , , . U1
,2007, 21(1): 77-80. HE2, ,

[3] , . M.
( ) 2010 26(3) 67-72. E-mail: gwjyk2003@yah00.com.cn



