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Progress on subtyping methods of foodborne pathogen

CHEN Ying", WANG Ping, YANG Hai-Rong, HU Yue, ZHAO Yong-Sheng, ZHAO Gui-Ming

(Agro-product Safety Research Center, Chinese Academy of Inspection and Quarantine, Beijing 100123, China)

ABSTRACT: At present, serotyping, pulsed-field gel electrophoresis, multilocus sequence typing, multiple
locus variable numbers of tandem repeats analysis are commonly used subtyping methods in foodborne patho-
gen, these methods are playing an important role in foodborne pathogen monitoring, tracking source of infec-
tion, and epidemiological surveillance, etc. This paper summarized typing methods and their application in
foodborne pathogen.
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