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Establishment of the nucleic acid sequence-based
amplification method of detecting Salmonella
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Abstract: A new method,which based on Nucleic Acid Sequence-based Amplification( NASBA) to detect
Salmonella of sample,was established. A specific set of primers was synthesized to target the invA gene of
Salmonella so as to establish Nucleic Acid Sequence-based Amplification method. Specific and sensitivity
were tested. The results shows that the sensitivity of NASBA was 7. 1 x 10% cfu/ml which was higher than the
result of PCR method. Detecting Salmonella with NASBA was more specific and sensitive than PCR method
and has lower instrumental requirement.
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2 7 SUARIEM:) Salmonella enteritidis ATCC 13067 1
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5 VA R Vibrio parahaemolyticus ATCC 17802 1
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11 30 [CHPBEMR AT ATCC 43864 ;12 . PR T B A [GTE ATCC 43165 ;13 : VA G FF B ATCC 700323,
[§13  NASBA fill vb 1] QI A RF

3.3 REFEFLWER

AT TR e VDT TSI R IR & & AR
FERRRE A M RIS R 7.1 x 107 cfu/ml ~
7.1 x10°%cfu/ml Z 8], K025 50 s (4N &l 4 fF

R, BB 7.1 x 10" cfu/ml B3 AT 348 7=
Py, T LAR il NASBA J7 iSRRI IR 7. 1 x
10° cfu/ml,

2SR 2.7, 1 107 efu/ml;3:7. 1 x10° cfu/ml;4:7. 1 x10° cfu/ml;5:7. 1 x 10* cfu/ml;
6:7.1x10° cfu/ml;7:7.1 x10% cfu/ml;8:7.1 x 10" cfu/ml;9:7.1 x 10°cfu/ml,
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