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Abstract; NDM-1 was an important gene of’'superbacteria’with broad-spectrum resistance to antibiotic. A

TaqMAN realtime PCR method was developed to detect NDM-1gene. Specific primers and TagMAN probe

were designed based on the gene sequence in GeneBank. The probe used in this assay were shown to be spe-

cific for plasmid with NDM-1 and did not react with other 11 standard bacteria strains. This technique was

sensitive with the detection limit of 10 fg/ L DNA. Real-time fluorescent PCR is a specific, sensitive , rapid

and highly effective method for the detection and identification of NDM-1.
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Fig. 1 Specificity of real time PCR fluorescent method
A: NDM-1 positive bacterial strain:
B. Bacteria from 0002 to 0012 in Table 1
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Fig. 3 Stand curve of TagMAN PCR amplication of NDM-1
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