H12% %13 LERT e i T R 4 Vol. 12 No. 13
2021 47 A Journal of Food Safety and Quality Jul., 2021

A, R

b*l#

, FeE 2 wathd ik, Apad? g U 5k
% ORS 7 f,ﬁkﬁ%ﬁé‘”

(1. MR REH B R R S BN L2 EHIRAERARGE, BaT 210095; 2. AACMESCHE AL, A 230088;
3. BRI Y S BRI AR L, B 2001355 4. BERUTH R ITE R IR, MR 210008;

5. PEZEIRE, Mat 211199)

# E: BB B EAEN Y HEH R (recombinase aid amplification, RAA)mﬁfﬁfﬂﬂﬁu%mﬁ%%ﬂ@ﬁ*ﬁ
Fik, BHE ARIERIE MAEYTE (Vibrio parahaemolyticus) tih ZEE F4 & RS vES 9, So|Wik, @l
VMR 0 RAA PRI ik R 1207 1A 30 min BT SRS FAG I 45 S R 0 25 SR R RAA
D5 TR ARSI ) o A 5 A P S BRI A S XU g, RIS /BT 45 R RAA Jy I Rl 1
PEIRE K H RN 5.3 CFU/ML, I 100 f3FF S IRAE RAA 5k il 55k, 455 B8 RAA Tk MGG R4k )y i 44
REFE RN 100%, RIHEE B, & AUE Y RAA I HAERMR . RS . H4E
fAE PR A DT, RT T 2K ™ ity v R M I A DU

KA Al MG, HEABGA S G HOR; Pt

Rapid detection of Vibrio parahaemolyticus in aquatic products by
recombinase aid amplification

HAO Lin-Hui', LIANG Ying', LUO Ji-Jun?, SHEN Jin-Ling’, YANG Jie-Lin’, YU Xiao-Feng?,
XUE Feng'", ZHANG Chi*, JIANG Yuan®’, TANG Fang', DAI Jian-Jun'?
(1. Nanjing Agricultural University, Joint Laboratory of International Cooperation on Animal Health and Food Safety,
Ministry of Education, Nanjing 210095, China; 2. Hefei Customs Technology Center, Hefei 230088, China; 3. Shanghai
Customs Animal, Plant and Food Inspection and Quarantine Technology Center, Shanghai 200135, China; 4. Nanjing

Product Quality Supervision and Inspection Institute, Nanjing 210008, China; 5. China Pharmaceutical University,
Nanjing 211199, China)

ABSTRACT: Objective To establish a method for detection of Vibrio parahaemolyticus by recombinase aided
amplification (RAA). Methods Based on the tlh gene sequence of Vibrio parahaemolyticus, the specific primers
were designed. After screening the primers, a rapid detection method of RAA was established. Results The
detection results could be observed within 30 min. The results of specificity test showed that there was no cross

reaction between the detection of Vibrio parahaemolyticus by RAA method and other Vibrio species. The results of
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sensitivity test showed that the limit of detection Vibrio parahaemolyticus by RAA method was 5.3 CFU/mL. A total

of 100 samples were used to verify the reliability of the RAA method. The results show that the coincidence rate of

the RAA method and the traditional crossing method was 100%, showed a high degree of consistency. Conclusion

The RAA detection method established in this study has the advantages of strong specificity, high sensitivity, simple

operation and rapidity, and can be used for the detection of Vibrio parahaemolyticus in aquatic products.
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Table 1 RAA primer probe information of Vibrio parahaemolyticus
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VPtlh-R

VPtlh-P
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VPtoxR-R
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TCACCAATCTGACGGAACTGAGATTCCGCA toxR

TTATTTTATTTTTGGCACTATTACTACCGA[FAM-dT][THF][BHQ-dT]JGCGTACTGCTGTTTA

#2 RAA RE#FREE
Table 2 RAA reaction system table
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Fig.3 RAA detection results of different concentrations of Vibrio parahaemolyticus in frozen shrimp
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