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Identification of Acipenser gueldenstaedtii caviar molecules by real-time
fluorescence quantitative PCR
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ABSTRACT: Objective To establish a method for the identification of Acipenser gueldenstaedtii by fluorescence
quantitative PCR. Methods The D-Loop gene sequences of 16 species of Acipenser were compared as the target
genes. The specific primers were designed to construct a real-time fluorescent PCR method for the detection of
Acipenser gueldenstaedtii derived components. Results  Through the specific detection of seven species of proximal
origin and 46 species of non-proximal origin in the same order, it showed that this method had good specificity for
the composition of Acipenser gueldenstaedtii. Gradient dilution sensitivity detection was performed to detect 0.1 ng/L
DNA of Acipenser gueldenstaedtii. Through the detection of six kinds of caviar sold in the market (35 samples), the
fluorescence method could detect the Acipenser gueldenstaedtii in caviar. Conclusion The fluorescence detection
method is specific and sensitive, and it is suitable for the identification and detection of Acipenser guel denstaedtii.
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Table 1 Detection results of DNA Nano Drop 2000 extracted
from some samples
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Detection of specificity of primers for Acipenser gueldenstaedtii
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Fig.2 Sensitivity detection of Acipenser gueldenstaedtii DNA
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Table 2 Detection of Acipenser gueldenstaedtii sources in
Acipenser gueldenstaedtii products.
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