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ABSTRACT: Objective To compare the drug resistance of Salmonella from food sources and clinical samples in
Liaoning province, understand the drug resistance of Salmonella from different sources to 14 kinds of antibiotics, and
analyze the causes of drug resistance. Methods The 96-hole drug sensitive plate was used to detect the resistance of
Salmonella from 54 food sources and 55 clinical samples for 14 kinds of antibiotic, SPSS statistical software was used to
calculate, and at the same time, PCR method was used to amplify the integron fragment carrying drug resistance gene,
detect the Classlintegron carrying status of Salmonella from 2 sources and analyze the significance of Classlintegron
on multi-drug resistance. Results There were significant differences in the resistance of Salmonella from 2 sources
to quinolones-ciprofloxacin (drug resistance rate of food samples was higher than clinical sample: 7’=13.615,

P=0.001<0.05). Drug resistance of Sa/monella isolated from different sources to f-lactam antibiotics-cefotaxime and
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ampicillin was significantly different (drug resistances rate of clinical samples was higher than food sample:
cefotaxime »*=4.813, P=0.028<0.05, ampicilin #’=9.653, P=0.002<0.05). There was significant difference in

multidrug resistance rate between them (multi-drug resistance in clinical samples was higher than that in food

samples: y*=4.012, P=0.045<0.05). The carrying rate of integron was 22.22% in food samples and 29.09% in clinical

samples. Conclusion Drug resistance is related to different external induction, abusing of antibiotics and Class I

Integron. The results are significance to application of antibiotics. The results provide experimental basis for further

exploration of the drug resistance genes carried by the integrons and the factors affecting their transmission.
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£} 2% (tetrathionate brilliant green broth, TTB) ., MV fili Bz £k Bt &

P% (selenite cystine, SC)(ALI it H AR A R F]); ¥
(TR B ARSI SBG R AL st Bt 8 AR B A R
NFD); BHES T 1#75 A¥% (caton-adjusted mueller-hinton broth,
CAMHB) ., 96 fLZ5 4 (3 [ Thermo 2 l); $1000™
Thermal Cycler PCR f¥ . Gel Doc XR+2 H sl AR
Powerpal HiJK 1Y (3% E Bio-RAD A ),

22 ZWHE
221 aBHE%AE
RARIL T M I A B RE AR, L A EE Y KR T
690 1y . KM Sh 523 £y« K)7 b 573 £y, FEERVDT TR
Ry 351, FRECRERD 25 ¢ F 225 mL BPW HiR2], 36 °C
3% 18 hy ZrBIHL 1 mL $%FF 10 mL TTB #1 SC #, TTB
16 42 °CHEFE 18 h, SC 7E 36 °CHEF% 18 hy 7EVP 1 B3
R R, PR mIsEpvs b T Ak . B EE
5 B REREA PRI EFEA T SBG 36 °CHYTH, 70
IR EEE IR SR, PRI BE VR T A IR
222 HEEE

450 B BVD T T R TR SR 0.5 22 [RIMUEE, B 100 pL
T 10 mL CAMHB ', 1B%], AL 50 uL MIAF] 96 FL25H
M, 36 °CHi3: 18 h J&, WAL, RIGIRAICH ATCC
25922 Fl ATCC 35218 {4 2 5206 i 2 T bk o
223 IEELSTARER

WAES 0K, BTG TP e G SE I inel
S RAEE T 3 ARGRSETIN sull BERHTHESEE S
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Table 1 Prime information for Class I Integron

H B 5 H SIIFHI(5°— 3%) Y4 R B /op
. W CGATGCGTGGAGACCGAAACCTT 103
" Fi#é: GTAACGCGCTTGCTGCTTGGATGC
| ##: GCGCGGCGTGGGCTACC
sull 416

Fiif: CCGCAAGGCTCGCTGGAC

TE: intl BRSPS HEEN; sull RIERE T 3R RSN
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Table 2 Drug resistance of 109 Salmonella strains from different sources (%)

iR (n=54) Il REE AR I (n=55) RS
B3] biE&R
ifif 245 LS TR it 245 AR PR P<0.05
AT A 33.33 55.56 11.11 5.45 58.18 36.36 0.001<0.05
(7L IES
ZENERR 27.78 5.56 66.67 4727 0.00 52.73 0.248
Sk AE g 5.56 5.56 88.89 16.36 0.00 83.64 0.028<0.05
AT 0.00 11.11 88.89 0.00 5.45 94.55 -
ZURVEAR 2222 16.67 61.11 50.91 1.82 4727 0.002<0.05
B-NBEEE
SRV ET B 5.56 22.22 72.22 30.91 21.82 47.27 0.001<0.05
S fthng 5.56 5.56 88.89 1.82 1.82 96.36 0.299
Sk FampEBtk 16.67 16.67 66.67 29.09 16.36 54.55 0.123
UEZS o PO 33.33 5.56 61.11 4545 1.82 52.73 0.190
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i FH A e e
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pia
i ek AFE 11.11 5.56 83.33 20.00 1.82 78.18 0.201
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Table 3 Integron and drug resistance in Salmonella from different sources

4159 Z 2% WA T2 ENZH KIS T EMZ R
BAORIE 22.22% (12/54) 100% (12/12) 0 (0/42)
I RA: A K 1 40.00% (22/55) 100% (16/16) 15.38 (6/39)
At 31.19% (34/109) 100% (28/28) 7.41 (6/81)
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