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Comparative analysis of application of gene chip method and routine
detection method in foodborne diseases

LIU Ying"
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ABSTRACT: Objective To compare and analyze the effects of gene chip and conventional detection in foodborne
diseases. Methods A total of 98 patients diagnosed with foodborne diseases were collected as study objects from
April 2016 to August 2018. Fresh feces of patients were collected and divided into control group and observation
group according to different detection methods. The observation group was tested for pathogens by gene chip method,
while the control group was tested for pathogens by conventional culture method. The positive detection rate,
detection time and other related indicators were observed and compared between the 2 groups. Results Among the
98 patients, the observation group detected 58 pathogens by gene chip method (9 cases of Vibrio parahaemolyticus,
32 cases of Shigella castellani, 10 cases of Salmonella, 2 cases of Escherichia coli, 5 cases of Staphylococcus

aureus). The detection rate of pathogens was 58.2%. In the control group, 32 cases of pathogens were detected by
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routine culture method (5 cases of Vibrio parahaemolyticus, 19 cases of Shigella castellani, 4 cases of Salmonella and

4 cases of Staphylococcus aureus), and the detection rate of pathogenic bacteria was 32.7%. There was a statistically

significant difference in the detection rate of pathogenic bacteria and dysentery bacilli by gene chip method and

culture method (P<0.05). The detection time of the pathogens in the observation group using the gene chip method

for foodborne diseases was significantly shorter than that of the conventional culture method, and the difference was

statistically significant (P<0.05). Conclusion Gene chip technology can quickly detect the pathogen of foodborne

disease, and can replace the conventional culture method to detect the pathogen. It has important clinical value in the

early diagnosis and treatment of foodborne disease.
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Table 1 Comparison of total positive rate of pathogen detection
in two groups (n, %)

IR Al
FH [

58(59.2%)

bl

ML 2H (n=98) 40(40.8%)

X 2 (n=98) 32(32.7%) 66(67.3%)
b 13.348

P 0.000

®2 FASTREEEENMEMEERN S M, %)

Table 2 Comparison of positive rates of detection of various pathogens in 2 groups (n, %)
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