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Application of matrix-assisted laser desor ption ionization time of flight mass
spectrometry in the detection and identification of microorganisms
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ABSTRACT: Matrix-assisted laser desorption ionization time of flight mass spectrometry (MALDI-TOF MS) has
been widely used in the detection and identification of microorganisms. This paper mainly reviewed the principles
and pretreatment technology of MALDI-TOF MS for microbiology and its application in microbiological inspection,
identification, classification and traceability. Compared with the traditional methods, MALDI-TOF MS has the
advantages of low cost, short detection time and easy operation, efc. With the improvement of microbial mass
spectrometry database and analytical methods, MALDI-TOF MS technology will be an important analytical tool for
rapid detection and identification of pathogenic bacterium in microbiological laboratory.
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