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Acquired antibiotic resistance gene: an emerging contaminant posing a
threat to food safety in the fermented vegetable food
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ABSTRACT: The acquired antibiotic resistance genes (AARGSs), as a kind of emerging diffused contaminants,
are increasing global concern in the recent years, and their transfer is a new research topic in the food safety.
The fermentation vegetable industry is an important part of Chinese food industries. Unfortunately, its
fermentation processing mediated by the complex microflora provides a better ecological court for the AARGs
transfer and dissemination among the microorganisms, and thus the AARGs could pose a new threat to food
safety in the fermented vegetable food. This paper introduced recent progress in understanding sources,
dissemination and transfer pathway of AARGs in the fermentation vegetable processing, and it is recommended

that some research topics and effective strategies to control AARGs dissemination should be focused on in the

vegetable fermentation process.
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Fig.2 Schematic depiction of the horizontal transfer of AARGs in the food production chain

4 KREEIIERLBHRICEH AARGs KE7K ARGs . ARG
FEERAY B EEIAER (7,301 ARGs
[8,30]
AARGs ’

AARGs ? a5l

[3,12,22-25] . AARGs!*? AARGs
, [30]
[7.8.20] AARGs , AARGs
AARGS ’ : AARGs
[8,25-27] ’
AARGs [8,10,30-34] AARGs
AARG ¢ 3)[10’30]
S
AARGs s AARGs
RE39 AARGS RE39 ’
JH2-2 [10.30] AARGs
AARGs [30’34], AARGs
; FO1 AARGs [14,25,26]
80CR5 L17 M7-1 AARGs
Bu2-60 JH2-2
Hoas) AARGS s AARGs
, AARGs!*"!
AARGs AARGs
S AARGs
R = e . o [8,30,35-37]
5 & BSMBAERERAETIEF AARGS RE3 RE30 ’
N p

H 7k Fg 993 FHLH

k k ?1:*5 El] ﬁ PAMPB1 TnFO01 Tn916

ARGs 7,29 AARGs



3920 6
Pt A
| HEE
o @p © > By | w— | Q) S
v
AARGs- RSP A T  FMRAR MBS R [ B [ o By A B
e 4@\ —_——
[ PN G5 4N
HEUT B AARG BME T ¢
.‘A
i [@
3
W e 1k FH BT T L @AARGsme i Aw————
AARGs, BUFH LAJAARGS DNAE ki N
3 AARGs (23]
Fig. 3 The horizontal transfer molecular mechanisms of AARGs among the bacteria
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