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I solation and identification of Salmonella spp. in food during the
proficiency testing
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ABSTRACT: Objective To strengthen the detection capability of Salmonella in food and improve the
competition ability of laboratory, the laboratory participated in proficiency testing on Salmonella detection in
foods by National Institutes for Food and Drug Control. Methods Traditional separation and serological
identification methods were carried out according to GB 4789.4-2010. The biochemical identification of
isolated suspicious colonies was detected by biochemical identification system (VITEK2-compact). Results
Salmonella newport and Salmonella colindale were detected in the mixed sample of CODE 1 and CODE 1
powdered milk, Salmonella wipprat, Salmonella typhimurium and Salmonella eko were detected in the mixed
sample of CODE 3 and CODE 3 powdered milk, but Salmonella spp. were not detected in other 8 samples.
Conclusion The proficiency testing was successfully completed.
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XLD- Proteus mirabilis
CODE1 CODE1 XLD- Salmonella group
XLD- Proteus mirabilis
XLD- Proteus mirabilis
CODE2 CODE2
XLD- Citrobacterbraakii
XLD- Proteus mirabilis
CODE3 CODE3 XLD- Salmonella group
XLD- Citrobacterbraakii
CODE4 CODE4 XLD- Proteus mirabilis
XLD- Proteus mirabilis
CODES5 CODE5
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CODES8 CODES8 XLD- Proteus mirabilis
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Table3 The serotype result of Salmonellaisolated from the samples
VITEK2
Salmonella group 0:6,8H: ¢h;1,2
CODE1 CODE1
Salmonella group 0:6,7H:1;1,7
XLD Salmonella group 0O: 6,8 H: 240,25
CODE3 CODES3 Salmonella group 0:45,12 H:i;1,2
Salmonella group 0: 4,12 H:eh;1,6
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