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Inhibition of aflatoxin biosynthesis in media and peanuts by marine
Bacillus megaterium
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ABSTRACT: Objective To study the effect of marine Bacillus megaterium on the aflatoxin biosynthesis in
PDA, MM media and peanuts. Methods The aflatoxin B1 concentrations in media and peanuts were deter-
With

the method of enzyme-linked immunoadsorbent assay, the experimental groups’ aflatoxin B1 levels in PDA and

mined by the enzyme-linked immunoadsorbent assay and high pressure liquid chromatography. Results

MM media were 5.5~158.1 pg/mL and 2.2~10.3 pg/mL, respectively; and the control groups’ aflatoxin Bl
concentrations were 2407.2~2986.3 pg/mL and 4.4~2755.6 pg/mL, respectively. Meanwhile, the experimental
groups’ aflatoxin B1 levels at 28 ‘C and 37 “C in peanuts could not be detected; and the control groups’ afla-
toxin B1 level at 28 ‘Cwas (8.588+0.322) pg/kg, by the method of high pressure liquid chromatography. Conclu-
sion The marine Bacillus megaterium could inhibit aflatoxin production in different media. Aspergillus flavus
could biosynthesize more aflatoxin B1 at 28 °C than at 37 “C. This strain of Bacillus megaterium could inhibit
aflatoxin biosynthesis in peanuts significantly.
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